The title complex, [Cu(C 9 H 6 NO) 2 (C 5 H 4 N)]ÁH 2 O, adopts a slightly distorted square-pyramidal geometry in which the axial pyridine ligand exhibits a long Cu-N bond of 2.305 (3) Å . The pyridine ligand forms dihedral angles of 79.5 (5) and 88.0 (1) with the planes of the two quinolin-2-olate ligands, while the dihedral angle between the quinoline groups of 9.0 (3) indicates near planarity. The water molecule connects adjacent copper complexes through O-HÁ Á ÁO hydrogen bonds to phenolate O atoms, forming a network interconnecting all the complexes in the crystal lattice.
Related literature
For EPR studies performed on a putative 2 (pyridine)] complex, see: Marov et al. (1975 Marov et al. ( , 1978 . Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ). Clioquinol is a 8-hydroxyquinoline (8-HQ) derivative that has been used for the treatment of Alzheimer's disease (Bareggi & Cornelli, 2012) . The coordination chemistry of clioquinol plays a critical role in its biological activity (Di Vaira et al., 2004) . Copper(II), zinc(II) and iron(III) readily form crystalline complexes with 8-HQ and its derivatives (Palenik, 1964; Najafi, 2011; Jian et al., 2001 et al., 1975; Marov et al., 1978) . between the quinoline groups of 9.0 (3)° indicates near planarity. The Cu-N bond appears to be weak as the crystals readily decompose as they dry, presumably due to loss of the pyridine ligand.
S2. Experimental
[Cu(OAc) 2 ]·H 2 O (0.258 g, 1.29 mmol) and 8-hydroxyquinoline (0.375 g, 2.58 mol) were separately dissolved in minimal quantities of acetic acid (ca. 2.5 mL). Upon mixing the solutions, a light green precipitate (0.486 g) formed immediately.
The precipitate was isolated by filtration and dissolved in pyridine. Green blocks of [Cu(C 9 H 6 NO) 2 (C 5 H 4 N]·H 2 O were isolated by slow evaporation in a diffusion chamber containing water and subsequentally used for crystal structure analysis.
S3. Refinement
H18 and H19 were located by a difference map and refined isotropically. All of the remaining H atoms were placed in calculated positions and refined using a riding model with atom-H lengths of 0.93 Å (CH). Isotropic displacement parameters for these atoms were set to 1.2 (CH) times U eq of the parent atom. 
